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Figure 17 /\ 
CA2 LIGHT CHAIN VARIABLE REGION SEQUENCE 



GACATCTrCCTCACTCAGTCTCCAGCCATCCTGTCTGTCAGTCCACGAGAAAGACTCACT 
AspIloL«uLeuThrGlnSerProAlaIlftLftuS«rValSerProGlyGKxArgValSftr 



TTCTCCTCCACCCCCACTCACTTCCTTGCCTCAACCATCCACTCCTATCACCAAACAACA 
PheSerCysArgAlaSarClnPhaValClySerSerlleHtaTrpTyrClnGlnArgThr 



AATCCTTCTCCAAGGCTTCTCATAAAGTATGCTTCTGAGTCTATGTCTGGGATCCCTTCC 
AsnClySerPxoArgLeuLauIl*LysTyTAlaSerCluSerMetSerClyIle?roSer 



AGGTTTAGTGGCAGTGGATCAGGGACAGAXIIiACTCTTACCAICAACACTCTGCACTCT 
ArgPheSerGlySerGlySerGlyThrAspPheThrLeuSerlleAsnThrValGluSer 

GAAGaTATTGCAG ATTATTACTGTCAAGAAACTCATAG CTCC CCATTCACCTTCCC CTCC 
GluAspIleAlaAspTyrTyrCysGlnGlnSerHiaSerTrpProPheThrPheGlySftr 



CCCACAAATTTGCAACTAAAA 
GlyThrAsnLeuGluValLys 



CAACTCAACCTrCACCACTCTCCACCACCCTTCCTCCAACCTCCACCATCCATCAAACTC 
CluValLysLauCluGluSorGlyGlyCXyLQuValClnProClyGlySorMotLysLeu 



TCCTGTGTTGCCTCTGGATTCATTTTCAGTAACCACTGGATGAACTGGCTCCGCCACTCT 
SarCysValAlaSarClyPhttllaPhaSerAanHiaTrpMetAsnTrpVaLArgClnSer 



CCAGAGAAGGGGCTTCAGTGGCTTCCTCAAATTACATCAAAATCTATTAArrCTGCAACA 
ProGluLysGlyLeuGluXrpValAlaGluIlaArgSerLysSerlleAsnSerAlaThr 



CATTATCCGGAGTCTGTGAAAGCCAGGTTCACCATCTCAACAGATGATTCCAAAAGTCCT 
HisTyrAlaGluSerValLysGlyArgPheThrllcSarArgAspAspSerLysSerAla 



CTCTACCTGCAAATGACCCACTTAAGAACTGAAGACACTGGCGTTTATTACTGTTCCAGG 
ValTyrt-auGlnHotThrAspLauArgThrCluAspThrClyValTyrTyrCysStfrArg 



AATTACTACGCTAGTACCTACCACrACTCCCCCCAACCCACCACTCTCACACTCTCC 
As ix XyrTyrC lySe rThxXyrAspTyr TrpGlyGlnGlyThr Thr LeuTh rVal S a r 
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